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Why use robotic milking data?

* High genetic correlations (~ 0.90) between udder linear
and AMS traits

* high heritablilites of AMS traits

« - Increased EBVs accuracy

* Information from multiple lactations
« - Accurate EBVs for 2" and 3" lactations

 |tis possible to get information from more herds than those
enrolled in linear classifications today
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Data from AMS in genetic evaluation
* Registrations from 2008

Only Danish data

1. - 3. lactation

Average of 30-60 DIM

« Correlated information to linear traits

4 traits (teat placement, udder depth and balance)

Dataset: 53.000 HOL, 3.400 RDC and 3.700 JER
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Increased number of observations
especially in later lactations from AMS
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Genetic parameters

ey | ey
HOL RDC Jersey HOL,RDC, JER HOL RDC, JER
032 027 027 0.61 0.91
028 026 0.26 0.48 0.93
016 0.16 0.16 0.48 0.90
039 034 0.34 0.67 0.97
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Changes

* Bulls
 Correlation: 0,99
« Only few bulls change more than 2 index units

« Cows
- Larger changes
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Changes - cows
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Largest changes for (Danish) cows with
AMS records
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Final remarks

 No change on the genetic trends
« MORE Data: #3 lactations

* Higher reliability for cow EBVs
in all 3 lactations

« Limited effect on the bulls EBV
since they already have high
reliabilities. Only a few bulls
having many daughters with
AMS data change more than 2
EBV units.
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